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Significance of this study

What is already known about this subject?
►► Bortezomib inhibits the activity of NF-
κB, leading to apoptosis of myeloma 
cells, and upregulates the expression of 
Bcl-2 in an antiapoptotic role in multiple 
myeloma (MM) cells.

►► Everolimus can inhibit tumor cell growth, 
metabolism and angiogenesis by blocking 
the PI3K-AKT-mTOR (mammalian target of 
rapamycin) pathway of the cancer cell.

►► Bortezomib and everolimus are promising 
chemotherapeutic agents that are 
efficacious in the treatment of a variety of 
cancers.

What are the new findings?
►► Everolimus shows synergistic antimyeloma 
effects with bortezomib.

►► The mechanism of the effect is via AKT/
mTOR pathway in in vitro and in vivo 
experiments.

►► There are synergistic antimyeloma effects at 
a suitable drug concentration for human.

How might these results change the focus 
of research or clinical practice?

►► Everolimus combined with bortezomib at 
a suitable concentration shows synergistic 
antimyeloma effects via the AKT/mTOR 
pathway, providing more benefits to 
patients with MM.

Abstract
Multiple myeloma (MM) is characterized by 
the proliferation of malignant plasma cells and 
a subsequent overabundance of monoclonal 
paraproteins (M proteins). Everolimus works 
similarly to sirolimus as a mammalian target of 
rapamycin (mTOR) inhibitor. Bortezomib was the 
first therapeutic proteasome inhibitor to be tested 
in humans with MM. However, the combination of 
these two drugs for the treatment of MM has been 
rarely reported. In this study, we compared the 
therapeutic effects of everolimus and bortezomib, 
as well as those of a combination of everolimus and 
bortezomib, using an in vitro MM cell line model and 
in vivo xenograft mouse model. Our results showed 
that the synergistic antitumor effects of everolimus 
and bortezomib have significant inhibitory effect 
through inhibition of the AKT/mTOR pathway in both 
the MM cell lines and MM-bearing mice model. Our 
results provided evidence that the mTOR inhibitor, 
everolimus, will be a potential drug in MM therapy.

Introduction
Multiple myeloma (MM) is a malignant clonal 
plasma cell disease. It is characterized by the 
proliferation of monoclonal plasma cells in the 
bone marrow, extensive infiltration, and the 
secretion and deposition of a large number of 
monoclonal immunoglobulins. Bone destruc-
tion, anemia, renal insufficiency, and hyper-
calcemia are the main clinical signs. The 
pathogenesis of MM is not completely under-
stood to date. MM has been challenging to treat 
due to its low cure rate and treatment resis-
tance. It is difficult to treat, and the prognosis 
is not ideal.

In the past 10 years, with the introduction 
of immune modulators and proteasome inhib-
itors, the median survival time of patients with 
MM has increased from 29.9 months to 44.8 
months, which has fundamentally improved the 
clinical efficacy and prognosis of MM.1 The 
latest data show that the 5-year survival rate 
of patients with MM has increased to 45%.2 
However, treatment with the aforementioned 
drugs is accompanied by new treatment-related 
complications, such as peripheral neurotox-
icity, necessitating treatment with a reduced 
dose or even termination of treatment for 
some patients.3  Almost all patients with MM 

eventually experience refractory disease and 
relapse.4 To date, MM remains an incurable 
disease. Therefore, there is a pressing need 
for more effective therapeutic drugs with less 
toxic side effects to enhance the efficacy of the 
existing drugs and improve the quality of life 
and survival rate of patients with MM.

Bortezomib is a novel proteasome inhibitor. 
The threonine residue binds selectively to the 
proteasome active site, inhibiting the trypsin 
and chymotrypsin activity of the 20S protea-
somal subunit. Bortezomib is the world’s first 
drug to use an enzyme protein as a therapeutic 
target for cancer. It acts against myeloma 
cells through a variety of mechanisms: borte-
zomib inhibits the activity of nuclear factor kB 

 on A
pril 23, 2024 by guest. P

rotected by copyright.
file:/

J Investig M
ed: first published as 10.1136/jim

-2018-000780 on 11 July 2018. D
ow

nloaded from
 

http://jim.bmj.com/
http://crossmark.crossref.org/


40 Li J, et al. J Investig Med 2019;67:39–47. doi:10.1136/jim-2018-000780

Original research

(NF-κB), leading to apoptosis of myeloma cells,5 and upreg-
ulates the expression of Noxa, a member of the Bcl-2 family 
that interacts with the  protein Bcl-2 in an antiapoptotic 
role in MM cells, thus inducing apoptosis.6 Clinical trials 
have shown that the most common adverse effects of borte-
zomib include thrombocytopenia, neutropenia, peripheral 
neuropathy, and anemia.7–9 These toxic side effects will 
undoubtedly reduce the quality of life for elderly patients.

Everolimus is an inhibitor of mammalian target of rapa-
mycin (mTOR) for the 40-O-rapamycin (2-hydroxyethyl) 
derivatives. It interacts with FK506 binding protein-12 in 
cells, and forms an  inhibitory complex, mTORC1, that 
inhibits the activation of mTOR kinase and the effect of 
mTOR on the regulation of downstream effectors. In addi-
tion, everolimus also inhibits the expression of vascular 
endothelial growth factor and hypoxia-inducible factor.10 
Therefore, everolimus can inhibit tumor cell growth, metab-
olism and angiogenesis by blocking the phosphatidylinosi-
tol3-kinases (PI3K-AKT, protein kinase B) mTOR pathway 
of the cell. Everolimus was approved for the treatment of 
patients with advanced renal cell carcinoma in 2009 by 
the Food and Drug Administration, as well as for several 
malignancies such as subependymal giant cell astrocytoma, 
pancreatic neuroendocrine tumors, and gastroenteropan-
creatic cancer.11–14

Bortezomib and everolimus are promising chemother-
apeutic agents that are efficacious in the treatment of a 
variety of cancers.15–17 On the basis of existing research, 
we investigated the individual and combined therapeutic 
effects of bortezomib and everolimus in MM in vivo and 
in vitro, which provide a theoretical basis for the use of 
combination therapy involving bortezomib and everolimus 
in clinical trials.

Materials and methods
Cells
Human MM cell lines U266 and LP-1 were purchased 
from the Tumor Cell Bank of the  Chinese Academy of 
Medical Sciences (Beijing, China). U266 cells were cultured 
in  dulbecco's modified eagle medium (DMEM)  supple-
mented with 10% fetal bovine serum and 1% penicillin/
streptomycin. LP-1 cells were cultured in RPMI 1640 
containing 10% fetal bovine serum with 100 units/mL peni-
cillin and 100 µg/mL streptomycin at 37°C in a humidified 
incubator with 5% CO2.

Proliferation assay (CCK-8 assay)
The cell lines were randomly divided into four groups, 
namely the control group (C), everolimus treatment group 
(E), bortezomib treatment group (B), and the everolimus 
combined with bortezomib treatment group (E+B). The 
dosage of bortezomib was fixed at 10 nM, and the dosage 
of everolimus increased from 0 nM to 5 nM, 10 nM, 15 nM, 
20 nM, and 25 nM.18 19  A Cell Counting Kit-8  (CCK-8) 
assay was performed to observe cell proliferation at 0 hour, 
12 hours, 24 hours, 48 hours, 60 hours, and 72 hours.

The CCK-8 assay (Dojindo Molecular Technologies, 
Shanghai, China) was performed, according to the manufac-
turer’s recommendations, to evaluate the MM cell viability 
in all groups. Cells were seeded in 96-well plates (Corning, 
Steuben County, USA). The different groups of cells were 

treated by the addition of 20 µL of the corresponding drug, 
with the control group cells receiving 20 µL RPMI  1640 
culture solution. Each group of cells was simultaneously 
seeded in three wells, with a blank control well containing 
no cell culture solution, and then incubated for 48 hours. 
Four hours before culture termination, 10 mL of CCK-8 
solution was added to the culture. The optical density was 
read on a 96-well plate reader at a wavelength of 450 nm 
within 15 min. The experiment was repeated three times, 
and each sample was run in triplicate. Data from the cell 
proliferation experiments were expressed as the percentage 
of cell proliferation compared with that in untreated cells. 
The everolimus concentration resulting in 50% inhibi-
tion of cell growth (IC50) was determined by fitting to a 
dose–response curve. Cell viability was calculated using the 
following equation: cytotoxicity (%)=(1–OD450 of isogar-
cinol group/OD450 of control group)×100%.20

Cell apoptosis assays
Cell apoptosis was detected by flow cytometry, and cells 
were stained with fluorescein-conjugated annexin V and 
propidium iodide (PI).21 The cells were washed twice 
with phosphate buffered saline  (PBS), centrifuged, and 
the supernatant was discarded. Cells were resuspended in 
binding buffer (10 mmol/L N-2-hydroxyl piperazine-N0-
2-ethane sulfonic acid/NaOH, pH 7.4, 140 mmol/L NaCl, 
2.5 mmol/L CaCl2). Then, 100 µL cell suspension was incu-
bated with 10 µL annexin V-fluorescein isothiocyanate 
(FITC) and 10 µL PI and gently mixed away from light for 
15 min at room temperature (RT). Cells were detected by 
flow cytometry within 30 min, and the percentage of apop-
totic cells relative to the total number of cells in each group 
was compared. A tube without annexin V-FITC and PI was 
used as the negative control, and each sample had three 
replications.

Western blot
Cells and tumor tissue for all groups were collected and 
added to sufficient lysis buffer (20 mM Tris-HCl (pH 8.0), 
150 mM NaCl, 2 mM EDTA, 100 mM NaF, 1% NP40, 
1 µg/mL leupeptin, 1 µg/mL antipain, and 1 mM phenyl-
methylsulfonyl fluoride), and protein quantification was 
performed by BCA Assay (Pierce, Rockford, Illinois, USA). 
Samples were analyzed by western blotting, as described 
previously,22 using a β-actin monoclonal antibody as the 
internal control. The primary antibodies used were the 
PTEN antibody (1:500, Abcam, ab32199, Cambridge, 
Massachusetts), AKT1 antibody (1:1000, Abcam, ab81283), 
mTOR antibody (1:600, Abcam, ab2732), P70S6K1 anti-
body (1:1000, Abcam, ab32529), 4EBP1 antibody (1:1000, 
Abcam, ab32024), caspase 3 antibody (1:500, Abcam, 
ab13847), NF-κB antibody (1:1000, Abcam, ab207297), 
and β-actin antibody (1:1000, Abcam, ab8227).  All gray 
value of  protein expression was determined by computer 
scanning.

Animal model
All animals were housed in the Animal Experimental Center 
of the Fifth Central Hospital of Tianjin at a humidity of 
50%±5% at 20°C–25°C. Nude mice aged 6 weeks were 
inoculated subcutaneously with 1×107 U266 and LP-1 
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cells (100 µL tumor cell suspension) on both sides of the 
back and divided into four groups (n=8): the control group 
(C), the everolimus treatment group (E), the bortezomib 
treatment group (B), and the everolimus combined with 
bortezomib treatment group (E+B).  Each group received 
the corresponding concentration of drug by intraperitoneal 
injection every other day for 4 weeks. The rate of tumor 
formation and the change in the tumor were observed 
every day; the tumor volume (mm3) was estimated to eval-
uate tumor growth by measuring the longest perpendicular 
tumor diameter using calipers every alternate day and calcu-
lated with the following formula: 1/2×(major axis)×(minor 
axis).223 Animals were euthanized when mice appeared 
moribund to prevent unnecessary morbidity. The subcuta-
neous nodules were taken out for volume measurement and 
fixed in 10% neutral buffered formalin for immunohisto-
chemistry (IHC). All mice received care according to the 
standard animal care protocols and guidelines.

Immunohistochemistry
Tumor tissues were fixed and stored in 10% neutral buff-
ered formalin at 4°C for approximately 24 hours and then 
processed in paraffin wax. Eight samples in each group 
were randomly selected for IHC studies. Serial paraffin 
tumor tissue sections (50 µm) were made to observe the 
IHC staining. Sections were dewaxed in water, washed 
three times in buffer for 15 min each, immersed in newly 
prepared 0.3% hydrogen peroxide in methanol at RT for 
15 min to block endogenous peroxidase activity, and washed 
three times in buffer for 5 min. Then, non-specific binding 
sites were blocked with normal goat serum in Tris-buffered 
saline at RT for 30 min and then treated overnight at 4°C 
with primary antibodies: namely rabbit polyclonal anti-
bodies against PTEN, AKT1, mTOR, P70S6K1, 4EBP1, 
caspase 3, and NF-κB (all are Abcam). After the sections 
were washed, they were incubated in a goat antirabbit 
secondary antibody for 30 min at RT. The staining in the 
sections was visualized using a horseradish peroxidase-con-
jugated compact polymer system. Dimethylaminoazoben-
zene was used as the chromogen. Positive IHC staining was 
detected by light microscopy.

Statistical analysis
All experiments were repeated at least three times. Data are 
expressed as mean±SEM and were analyzed by Student’s 
t-test or two-way analysis of variance. Statistical analyses were 
performed using SPSS V.17.0 statistical software program/
package. The level of statistical significance was set at p≤0.05.

Results
Everolimus shows synergistic antitumor effect with 
bortezomib in MM cell lines
To provide a basis for the use of everolimus and borte-
zomib as combination therapy agents against MM, we first 
used a series of combination of different concentrations of 
everolimus with 10 nM bortezomib to test the effects on 
the proliferation of the MM cell lines U266 and LP-1. The 
experimental results showed that treatment with everolimus 
in combination with bortezomib suppressed cell prolifera-
tion; treatment with 20 nM everolimus in combination with 

10 nM bortezomib achieved the lowest cell survival rate for 
both cell lines (figure 1).

Proliferation of U266 and LP-1 cells treated with evero-
limus alone, bortezomib alone, and everolimus in combina-
tion with bortezomib was analyzed using the CCK-8 assay. 
The optical density was measured at 12, 24, 48, 60, and 
72 hours of treatment. Proliferation was markedly lower in 
both cell lines treated with the drugs for 72 hours than that 
in the control group (figure 1C,D).

To evaluate the effects of combining bortezomib and 
everolimus on the cell survival rate, we used the IC50 for 
everolimus and bortezomib in all of the groups, using the 
fixed ratios of 1:8, 2:8, 4:8, 6:8, and 8:8 IC50 for evero-
limus and bortezomib. The combination of everolimus and 
bortezomib was synergistic in both cell lines, indicated by 
combination index (CI) values of <0.8 (figure 1E,F).24 For 
example, the CI value in U-266 cells ranged from 0.46 to 
0.63 with everolimus and bortezomib simultaneously. No 
antagonism (CI>1.2) was observed in any cell line.

Combination therapy with everolimus and bortezomib 
induces apoptosis in vitro more effectively
Our study showed that combination therapy with evero-
limus and bortezomib could inhibit myeloma cell prolifera-
tion more effectively than either treatment alone.

Flow cytometry was used to determine the effect on 
apoptosis of bortezomib in combination with everolimus. 
U266 cells were treated with everolimus (20 nM), borte-
zomib (10 mM), or a combination of everolimus and 
bortezomib for 72 hours, followed by double staining 
with annexin V/PI. As shown in figure 2, the combination 
of everolimus and bortezomib had a synergistic effect on 
apoptosis in U266 and LP-1 cells. Compared with apoptosis 
observed in control cells, on treatment with everolimus 
alone and bortezomib alone, 22.5% and 17.2% apoptosis, 
respectively, were  observed. However, combination treat-
ment induced 28.8% apoptosis in U266 cells, and a similar 
trend was observed in LP-1 cells. Collectively, these results 
show that bortezomib and everolimus combination therapy 
induced myeloma cell apoptosis in vitro more effectively.

AKT/mTOR signal transduction pathway
To explore the mechanisms whereby apoptosis is triggered, 
we examined the expression of the primary apoptotic mole-
cule, caspase 3, in U266 and LP-1 cells in each group. In 
this experiment, the two cell lines were incubated with the 
various drugs for 72 hours and were then lysed to extract 
the proteins for further analysis.

As shown in figure  3, the expression of AKT1, mTOR, 
p70S6K1, and 4EBP1 in the E-treated and E+B-treated 
groups was significantly lower than that in the control group 
(p<0.05 for all comparisons), while in the B-treated group, 
there was no significant change in the expression of these 
proteins (p>0.05). In the drug-treated groups, the protein 
expression of caspase 3 was significantly higher than that 
in the control group (p<0.05), and the protein expression 
of NF-κB was significantly lower than that in the control 
group (p<0.05), while there was no significant difference in 
the protein expression of PTEN in any of the groups. The 
results of the IHC further showed that the expression of 
mTOR, p70S6K1, and 4EBP1 in the E+B-treated groups was 

 on A
pril 23, 2024 by guest. P

rotected by copyright.
file:/

J Investig M
ed: first published as 10.1136/jim

-2018-000780 on 11 July 2018. D
ow

nloaded from
 



42 Li J, et al. J Investig Med 2019;67:39–47. doi:10.1136/jim-2018-000780

Original research

Figure 1  Effects of bortezomib and everolimus on the cell survival rate. (A) Effect of the different doses of everolimus from 0 nM to 
25 nM in combination with 10 nM bortezomib on the survival rate in the U266 cell line at 12, 24, 36, 48, 60 and 72 hours. (B) Effect of 
different doses of everolimus from 0 nM to 25 nmol/L in combination with 10 nm bortezomib on the survival rate in the LP-1 cell line at 12, 
24, 36, 48, 60 and 72 hours. Both U266 cells and LP-1 cells were treated with 10 nM bortezomib alone, 20 nM everolimus alone, and 10 nM 
bortezomib in combination with 20 nM everolimus for 72 hours. (C) The survival rate of U266 cells in each treatment group. (D) The survival 
rate of LP-1 cells in each treatment group. (E) CI plots of the everolimus and bortezomib combinations in the U266 cell lines. (F) CI plots of 
the everolimus and bortezomib combinations in the LP-1 cell lines. 

significantly lower than that in the control group, and the 
protein expression of caspase 3 was significantly higher than 
that in the control group (figure 4).

Synergistic antitumor effect of everolimus and 
bortezomib on myeloma cell proliferation in vivo
Our in vitro study suggested that treatment with everolimus 
induced apoptosis in MM cells. These observations led us 
to investigate the ability of everolimus to inhibit the tumor 

growth of myeloma cells in a nude mouse xenograft model. 
Eight nude mice were chosen to analyze the similar shape 
and size of the tumor in each experimental group.

As shown in figure 5A, when the animal model carrying 
the myeloma xenograft was successfully established, we 
observed the effect of drug treatment on the volume (mm3) 
of the tumor in vivo. In figure 5B, drug treatment substan-
tially reduced the size of the tumor compared with the tumor 
size in the control group mice bearing myeloma xenografts 
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Figure 2  Cell apoptosis in the U266 and LP-1 cell lines detected by flow cytometry using annexin V-Fluorescein isothiocyanate (FIT)/
propidium iodide (PI) staining.

treated with PBS. On the 25th day after tumor implantation 
of U266 cells, statistical reduction in the tumor volume was 
observed when comparing the volume in the drug-treated 
and control groups (p<0.05). More significantly, the tumor 
volume in the E+B-treated group of the U266 xenograft 
model on day 30 was also less than that in the other groups.

Discussion
Previous studies have investigated the effects of bortezomib 
alone on MM cells. Everolimus has been recommended for 
the treatment of advanced renal cell carcinoma, advanced 
breast cancer, esophageal cancer and gastric cancer. 
However, few studies have examined the effect of evero-
limus alone and the synergistic effects of bortezomib and 
everolimus on MM cells.

In this study, we investigated the combined effects of 
bortezomib and everolimus. Our results indicated that the 
two drugs synergistically suppressed the growth of MM 

cells and induced MM cell apoptosis, even at low concen-
trations. The CI values were calculated according to the 
Chou-Talalay equation.24 The mean CIs of the combined 
bortezomib and everolimus group were lower than 1 in 
the U266 and LP-1, which suggests good synergy with both 
drugs. Thus, everolimus shows synergistic antimyeloma 
effects with bortezomib. This finding provides a powerful 
evidence for the future clinical combinatorial application of 
bortezomib and everolimus in patients with MM.

The results from flow cytometry showed that bortezomib 
and everolimus played a cytotoxic role by mediating cell 
apoptosis. Both bortezomib and everolimus participated in 
the activation of cell death pathways mediated by caspase 
3, and a low concentration of everolimus significantly 
enhanced the cytotoxic effect of bortezomib.

Cell cycle progression, growth, differentiation, and apop-
tosis of cells are known to be directly controlled by a set of 
genes. Extracellular molecules indirectly interfere with gene 
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Figure 3  AKT/mTOR signal transduction pathway in both U266 and LP-1 cell lines following treatment with bortezomib and 
everolimus. (A,C) Western blot analysis of PTEN, AKT1, mTOR, P70S6K1, 4EBP1, caspase 3, and NF-κB. (B,D) The relative expression of the 
proteins. Bor, bortezomib; Com, combined; Con, control; Eve, everolimus; mTOR, mammalian target of rapamycin.

expression through signal transduction pathways regulating 
differentiation, development, proliferation and apoptosis. 
Among these signal transduction pathways, the PI3K/AKT/
mTOR signaling pathway is the most important one. A 
variety of mechanisms could result in abnormal alterations 
of the PI3K/AKT/mTOR signaling pathway, which can 
further result in malignant tumors.25

Many studies have shown that apoptosis can be induced 
in MM cells through a combination of agents blocking 
target proteins in the PI3K/AKT/mTOR signaling 
pathway. mTOR is an AKT substrate downstream of the 
PI3K/AKT/mTOR signaling transduction pathway. It 
functions as a Ser/Thr protein kinase and a member of 
the PI3K family. mTOR is an effector of the PI3K/AKT 
signaling pathway and plays a key role in the regulation 
of multiple cellular functions, including proliferation, 
survival, apoptosis, migration, and angiogenesis.26 P70S6 

and 4E-BP1 are two target proteins of mTOR that can be 
phosphorylated by mTOR. 4EBP is a eukaryotic trans-
lation initiation factor-inhibiting protein, and the phos-
phorylation of 4EBP by mTOR frees elF4E, prompting 
mRNA translation. P70S6K1 is a ribosomal 40S small 
subunit S6 protein kinase, and phosphorylation of the 
40S ribosomal protein S6 can promote the translation 
of mRNA containing a 5’ TOP structure.27 A study by 
Tam et al28  showed that everolimus enhanced the cyto-
toxicity of cisplatin, an alternate alkylating agent, which 
regulated the expression of P70S6K and 4EBP-1 in liver 
cancer cells.

mTOR regulates cell growth by controlling protein 
biosynthesis. It has been found that after blocking the 
mTOR signaling pathway with rapamycin or its analog 
CCI-779, the phosphorylation of PI3K/AKT is signifi-
cantly enhanced in MM cells and the activation of AKT is 
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Figure 4  Results of immunohistochemical analysis of tumors in mice bearing multiple myeloma cells. mTOR, mammalian target of 
rapamycin.

prolonged.29 Therefore, drugs can inhibit proliferation of 
MM cells through this mechanism.

In our study, the expression of P70S6K and 4EBP-1 was 
significantly downregulated when cells of either cell line 
were treated with everolimus alone or in combination 
with bortezomib. This result indicates that everolimus 
inhibits the AKT/mTOR pathway, while bortezomib had 
no effect on the AKT/mTOR pathway. Although many 
studies have confirmed the feedback activation effects 
of mTOR inhibitors on AKT1, we did not observe a 

significant activation in the experiment in the U266 
cell line. This might be dose-dependent, with a small 
dose of everolimus resulting in activation  and a larger 
dose having an inhibitory effect.30 Moreover, combina-
tion therapy with bortezomib and everolimus treatment 
slowed the tumor progression in vivo using the myeloma 
nude mice model, and the effect of everolimus alone was 
better than the effect of bortezomib. This observation 
is in accordance with the in vitro results. These results 
suggest that bortezomib should be further tested, studied 
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Figure 5  Everolimus and bortezomib treatment reduced myeloma cell growth in vivo. (A) Combination therapy with everolimus and 
bortezomib significantly delayed the growth of subcutaneous tumors in mice bearing U266 and LP-1 cells. (B) Tumor volume of myeloma 
xenografts in the different treatment groups.

and investigated in combination with everolimus to treat 
patients with MM.

In conclusion, we demonstrated that everolimus 
targeted the AKT/mTOR signal transduction pathway to 
inhibit proliferation and induce apoptosis in vitro and 
delayed the growth of human myeloma cells in vivo. The 
present work revealed that everolimus acted synergisti-
cally with bortezomib to treat MM.

Contributors  ZL carried out the molecular genetic studies. YL and QS carried 
out the immunoassays. JC, JF and QJ participated in the cell culture and 
performed the statistical analysis. RF conceived of the study and participated 
in its design and coordination and helped to draft the manuscript. All authors 
read and approved the final manuscript.

Funding  This work was supported by the National Natural Science 
Foundation of China (grant nos 81570106, 81400088, 81400085), the 
Tianjin Municipal Natural Science Foundation (grant nos 14JCYBJC25400, 
15JCYBJC24300, 15KG150, 16ZXMJSY00180), The Youth Incubation Fund of 
Tianjin Medical University General Hospital (ZYYFY 2016006), and the Tianjin 
Institute of Lung Cancer which provided support in the lab. 

Competing interests  None declared.

Patient consent  Not required.

Ethics approval  This article does not contain any studies with human 
participants performed by any of the authors. All of the experimental 
procedures on animals were carried out with strict adherence to the rules 
and guidelines for the ethical use of animals in research, according to the 
principles outlined in the Guide for Care and Use of Laboratory Animals 
(National Institutes of Health, Publication No 86–23, revised 1985), and are 
approved by the Tianjin Municipal Science and Technology Commission and 
the ethics committee of the Fifth Central Hospital of Tianjin (approval no: 
2016012). 

Provenance and peer review  Not commissioned; externally peer reviewed.

References
	 1	 Chou T. Multiple myeloma : recent progress in diagnosis and treatment. J Clin 

Exp Hematop 2012;52:149–59.
	 2	 Siegel R, Ma J, Zou Z, et al. Cancer statistics, 2014. CA Cancer J Clin 

2014;64:9–29.
	 3	 Wang Q, Wang Y, Ji Z, et al. Risk factors for multiple myeloma: a hospital-based 

case-control study in Northwest China. Cancer Epidemiol 2012;36:439–44.

	 4	 Chan Chung KC, Tiedemann RE. Getting to the root of the problem: the causes 
of relapse in multiple myeloma. Expert Rev Anticancer Ther 2014;14:251–4.

	 5	 Adams J. The proteasome: a suitable antineoplastic target. Nat Rev Cancer 
2004;4:349–60.

	 6	 Qin JZ, Ziffra J, Stennett L, et al. Proteasome inhibitors trigger NOXA-mediated 
apoptosis in melanoma and myeloma cells. Cancer Res 2005;65:6282–93.

	 7	 Oshikawa G, Kojima A, Doki N, et al. Bortezomib-induced posterior reversible 
encephalopathy syndrome in a patient with newly diagnosed multiple 
myeloma. Intern Med 2013;52:111–4.

	 8	 Alé A, Bruna J, Herrando M, et al. Toxic effects of bortezomib on 
primary sensory neurons and Schwann cells of adult mice. Neurotox Res 
2015;27:430–40.

	 9	 Murai K, Kowata S, Shimoyama T, et al. Bortezomib induces thrombocytopenia 
by the inhibition of proplatelet formation of megakaryocytes. Eur J Haematol 
2014;93:290–6.

	10	 Zaytseva YY, Valentino JD, Gulhati P, et al. mTOR inhibitors in cancer therapy. 
Cancer Lett 2012;319:1–7.

	11	 Vitko S, Tedesco H, Eris J, et al. Everolimus with optimized cyclosporine dosing 
in renal transplant recipients: 6-month safety and efficacy results of two 
randomized studies. Am J Transplant 2004;4:626–35.

	12	 Motzer RJ, Escudier B, Oudard S, et al. Phase 3 trial of everolimus for 
metastatic renal cell carcinoma : final results and analysis of prognostic factors. 
Cancer 2010;116:4256–65.

	13	 Yao JC, Shah MH, Ito T, et al. Everolimus for advanced pancreatic 
neuroendocrine tumors. N Engl J Med 2011;364:514–23.

	14	 Franz DN, Belousova E, Sparagana S, et al. Efficacy and safety of everolimus 
for subependymal giant cell astrocytomas associated with tuberous sclerosis 
complex (EXIST-1): a multicentre, randomised, placebo-controlled phase 3 trial. 
Lancet 2013;381:125–32.

	15	 Laubach JP, Moslehi JJ, Francis SA, et al. A retrospective analysis of 3954 
patients in phase 2/3 trials of bortezomib for the treatment of multiple 
myeloma: towards providing a benchmark for the cardiac safety profile of 
proteasome inhibition in multiple myeloma. Br J Haematol 2017;178:547–60.

	16	 Christopoulos P, Engel-Riedel W, Grohé C, et al. Everolimus with paclitaxel and 
carboplatin as first-line treatment for metastatic large-cell neuroendocrine lung 
carcinoma: a multicenter phase II trial. Ann Oncol 2017;28:1898–902.

	17	 Wang M, Popplewell LL, Collins RH, et al. Everolimus for patients with mantle 
cell lymphoma refractory to or intolerant of bortezomib: multicentre, single-
arm, phase 2 study. Br J Haematol 2014;165:510–8.

	18	 Utecht KN, Kolesar J. Bortezomib: a novel chemotherapeutic agent for 
hematologic malignancies. Am J Health Syst Pharm 2008;65:1221–31.

	19	 Ghobrial IM, Redd R, Armand P, et al. Phase I/II trial of everolimus in 
combination with bortezomib and rituximab (RVR) in relapsed/refractory 
Waldenstrom macroglobulinemia. Leukemia 2015;29:2338–46.

 on A
pril 23, 2024 by guest. P

rotected by copyright.
file:/

J Investig M
ed: first published as 10.1136/jim

-2018-000780 on 11 July 2018. D
ow

nloaded from
 

http://dx.doi.org/10.3960/jslrt.52.149
http://dx.doi.org/10.3960/jslrt.52.149
http://dx.doi.org/10.3322/caac.21208
http://dx.doi.org/10.1016/j.canep.2012.05.002
http://dx.doi.org/10.1586/14737140.2014.868776
http://dx.doi.org/10.1038/nrc1361
http://dx.doi.org/10.1158/0008-5472.CAN-05-0676
http://dx.doi.org/10.2169/internalmedicine.52.8799
http://dx.doi.org/10.1007/s12640-014-9514-8
http://dx.doi.org/10.1111/ejh.12342
http://dx.doi.org/10.1016/j.canlet.2012.01.005
http://dx.doi.org/10.1111/j.1600-6143.2004.00389.x
http://dx.doi.org/10.1002/cncr.25219
http://dx.doi.org/10.1056/NEJMoa1009290
http://dx.doi.org/10.1016/S0140-6736(12)61134-9
http://dx.doi.org/10.1111/bjh.14708
http://dx.doi.org/10.1093/annonc/mdx268
http://dx.doi.org/10.1111/bjh.12780
http://dx.doi.org/10.2146/ajhp070272
http://dx.doi.org/10.1038/leu.2015.164


47Li J, et al. J Investig Med 2019;67:39–47. doi:10.1136/jim-2018-000780

Original research

	20	 Liu X, Feng Q, Bachhuka A, et al. Surface modification by allylamine plasma 
polymerization promotes osteogenic differentiation of human adipose-derived 
stem cells. ACS Appl Mater Interfaces 2014;6:9733–41.

	21	 Scuto A, Kirschbaum M, Kowolik C, et al. The novel histone deacetylase 
inhibitor, LBH589, induces expression of DNA damage response 
genes and apoptosis in Ph- acute lymphoblastic leukemia cells. Blood 
2008;111:5093–100.

	22	 Asano J, Nakano A, Oda A, et al. The serine/threonine kinase Pim-2 is a novel 
anti-apoptotic mediator in myeloma cells. Leukemia 2011;25:1182–8.

	23	 Ma Z, Chen X, Huang Y, et al. MR diffusion-weighted imaging-based 
subcutaneous tumour volumetry in a xenografted nude mouse model using 3D 
Slicer: an accurate and repeatable method. Sci Rep 2015;5:15653.

	24	 Chou TC. Theoretical basis, experimental design, and computerized simulation 
of synergism and antagonism in drug combination studies. Pharmacol Rev 
2006;58:621–81.

	25	 Roti G, Stegmaier K. New approaches to target T-ALL. Front Oncol 2014;4:170.
	26	 Keating MJ, Bach C, Yasothan U, et al. Bendamustine. Nat Rev Drug Discov 

2008;7:473–4.
	27	 Li X, Alafuzoff I, Soininen H, et al. Levels of mTOR and its downstream targets 

4E-BP1, eEF2, and eEF2 kinase in relationships with tau in Alzheimer’s disease 
brain. Febs J 2005;272:4211–20.

	28	 Tam KH, Yang ZF, Lau CK, et al. Inhibition of mTOR enhances chemosensitivity 
in hepatocellular carcinoma. Cancer Lett 2009;273:201–9.

	29	 Shi Y, Yan H, Frost P, et al. Mammalian target of rapamycin inhibitors activate 
the AKT kinase in multiple myeloma cells by up-regulating the insulin-like 
growth factor receptor/insulin receptor substrate-1/phosphatidylinositol 
3-kinase cascade. Mol Cancer Ther 2005;4:1533–40.

	30	 Buck E, Eyzaguirre A, Brown E, et al. Rapamycin synergizes with the epidermal 
growth factor receptor inhibitor erlotinib in non-small-cell lung, pancreatic, 
colon, and breast tumors. Mol Cancer Ther 2006;5:2676–84.

 on A
pril 23, 2024 by guest. P

rotected by copyright.
file:/

J Investig M
ed: first published as 10.1136/jim

-2018-000780 on 11 July 2018. D
ow

nloaded from
 

http://dx.doi.org/10.1021/am502170s
http://dx.doi.org/10.1182/blood-2007-10-117762
http://dx.doi.org/10.1038/leu.2011.60
http://dx.doi.org/10.1038/srep15653
http://dx.doi.org/10.1124/pr.58.3.10
http://dx.doi.org/10.3389/fonc.2014.00170
http://dx.doi.org/10.1038/nrd2596
http://dx.doi.org/10.1111/j.1742-4658.2005.04833.x
http://dx.doi.org/10.1016/j.canlet.2008.08.018
http://dx.doi.org/10.1158/1535-7163.MCT-05-0068
http://dx.doi.org/10.1158/1535-7163.MCT-06-0166

	Everolimus shows synergistic antimyeloma effects with bortezomib via the AKT/mTOR pathway
	Abstract
	Introduction﻿﻿
	Materials and methods
	Cells
	Proliferation assay (CCK-8 assay)
	Cell apoptosis assays
	Western blot
	Animal model
	Immunohistochemistry
	Statistical analysis

	Results
	Everolimus shows synergistic antitumor effect with bortezomib in MM cell lines
	Combination therapy with everolimus and bortezomib induces apoptosis in vitro more effectively
	AKT/mTOR signal transduction pathway
	Synergistic antitumor effect of everolimus and bortezomib on myeloma cell proliferation in vivo

	Discussion
	References


