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Supplementary Table 1. Genetic Loci Associated with Coronary Heart Disease Used in Genetic Risk 

Score Calculation 

Supplementary Figure 1. Generic Disease Management Interface in the Electronic Health Record 

A sample of how the generic disease management interface appears in the electronic health record for a 

hypothetical patient at intermediate risk for CAD.  GDMS summarizes pertinent information such as the 

most recent vitals, laboratory studies, Framingham risk score, and preventive measures.  It also provides 

alerts regarding recommended actions as well as links to resources and guidelines.  The red box above 

highlights the 10-year Framingham risk score and associated link that takes the provider to the statin 

decision aid tool simultaneously transmitting the relevant risk factors and laboratory values. 

Supplementary Figure 2. Sample risk report as deposited in the electronic health record 

This figure displays a sample CHD risk report for a hypothetical study participant randomized to receive 

CRS*GRS.  The first page lists the study participant’s demographics, risk factors, family history of 

premature CHD, and conventional risk for CHD based on Framingham risk score.  It also lists the genetic 

risk score (GRS) and the overall CHD risk taking into account the study participant’s GRS.  The second 

page of the risk report lists the alleles at each risk locus. 
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Supplementary Table 1.  Genetic Loci Associated with CHD Risk 

Gene SNP CHR Risk Allele Risk Allele OR 

MIA3 rs17465637 1 C 1.14 

PPAP2B rs17114036 1 A 1.11 

IL6R rs4845625 1 T 1.04 

WDR12 rs6725887 2 C 1.12 

*ZEB2-AC074093.1 rs2252641 2 G 1.04 

*VAMP5-VAMP8-GGCX rs1561198 2 A 1.05 

MRAS rs9818870 3 T 1.07 

EDNRA rs1878406 4 T 1.06 

*SLC22A4-SLC22A5 rs273909 5 C 1.09 

TCF21 rs12190287 6 C 1.07 

PHACTR1 rs9369640 6 A 1.09 

KCNK5 rs10947789 6 T 1.06 

PLG rs4252120 6 T 1.06 

ANKS1A rs17609940 6 G 1.07 

7q22 BCAP29 rs10953541 7 C 1.08 

*HDAC9 rs2023938 7 G 1.07 

CDKN2BAS1 rs1333049 9 C 1.23 

*CXCL12 rs2047009 10 C 1.05 

KIAA1462 rs2505083 10 C 1.06 

PDGFD rs974819 11 A 1.07 

COL4A1-COL4A2 rs4773144 13 G 1.07 

COL4A1-COL4A2 
†
rs9515203 13 T 1.08 

FLT1 rs9319428 13 A 1.05 

HHIPL1 rs2895811 14 C 1.06 

RAI1-PEMT-RASD1 rs12936587 17 G 1.06 

SMG6 rs216172 17 C 1.07 

UBE2Z rs46522 17 T 1.06 

Gene desert (KCNE2) rs9982601 21 T 1.13 

CHD: coronary artery disease; CHR: Chromosome; OR: odds ratio. * Reverse complement 

of these SNPs was used to match the reported risk alleles. 
†
 rs9515203 had an r2 of 0.01 

with rs4773144. 

 



4 

 

 

 

Supplementary Figure 1. 
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Supplementary Figure 2. 

 


